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CRM1    TGGTCAGCATGTTGGACTTTCCAAATTCATTGACC!
mut2    -AACTG-----------------------CCAGTT!
mut5    -------------AAGTCCCTT-------------!

CRM1 

mut2 

mut5 

Kanofsky et al., (2017) Plant Cell Rep. 36: 971-986 

WRKY70 

WRKY26 

WT-box W-box W-box 
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S15           AGGACTTTTCACCAGTTGGACTTTGAAGCCACCAA 
S15mut1       --AGTCCCC-------------------------- 
S15mut2       ---------TCTTCACCA----------------- 
S15mut3       ------------------AGTCCCA---------- 
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S24  TGGTCAGCATGTTGGACTTTCCAAATTCATTGACC 
S24mut8  ------ATGCACC---------------------- 
S24mut5  -------------AAGTCCCTT------------- 
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S24mut4  -----------------------------CCAGTT 
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