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WT-box Type Binding TF 

CGACTTTT I WRKY70 

TGACTTTT I WRKY70 

GGACTTTT II ? 

GGACTTTG II ? 

GGACTTTC II ? 
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Identification of Novel Cis-Regulatory Sequences 
 Involved in Plant Innate Immunity 

CRM1    TGGTCAGCATGTTGGACTTTCCAAATTCATTGACC!
mut2    -AACTG-----------------------CCAGTT!
mut5    -------------AAGTCCCTT-------------!

CRM1 

mut2 

mut5 

Kanofsky et al., (2017) Plant Cell Rep. 36: 971-986 

WRKY70 

WRKY26 

WT-box W-box W-box 
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WT-box W-box W-box 
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S15           AGGACTTTTCACCAGTTGGACTTTGAAGCCACCAA 
S15mut1       --AGTCCCC-------------------------- 
S15mut2       ---------TCTTCACCA----------------- 
S15mut3       ------------------AGTCCCA---------- 
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S24  TGGTCAGCATGTTGGACTTTCCAAATTCATTGACC 
S24mut8  ------ATGCACC---------------------- 
S24mut5  -------------AAGTCCCTT------------- 
S24mut9  ----------------------GGGCCTG------ 
S24mut4  -----------------------------CCAGTT 
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WT-box Type Binding TF 
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GGACTTTG II ? 

GGACTTTC II WRKY26 NF-!B p65 
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